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- HWIWNRNRAI—HEEF
HiE (DR [MPE! VIME! NDMZ! KPCZ! 0XA-48%Y
Klebsiella aerogenes (1)* 0 0 0 0 0
Enterobacter cloacae (4) 0 0 0
Enterobacter sp. (2)* 0 0 0 0 0
Escherichia coli (2)* - - - - -
Serratia marcescens (2)*' 0 0 0 0 0
Enterobacter cloacae complex (1) 0 0 0 0 0
Morganella morganii (1) 0 0 0 0 0
=AM 0 0 0 0 0
3 TE] 1R~ < —+ (ESBL) s& 1=
Rl (5 HH) TEM?.'-_JEE## SEV%gEiBCij—Ma—fﬂ CTX(—M—ZL)*EE{ZZ%(—M—QEE
Klebsiella aerogenes (1)* 1 0 0 0 0
Enterobacter cloacae (4) 1* 0 0 0 1*
Enterobacter sp. (2)* 0 0 0 0 0
Escherichia coli (2)* - - - - -
Serratia marcescens (2)*' 0 0 0 0 0
Enterobacter cloacae complex (1) 0 0 0 0 0
Morganella morganii (1) 0 0 0 0 0
IO 0 0 0 0 0
N AmpC B-5 U AR —EEEF
Bl (5 HHR) MOXHY CITHY DHAZ! ACCHY EBCE!
Klebsiella aerogenes (7)™ 0 0 0 0 0
Enterobacter cloacae (4) 0 0 0 0 2
Enterobacter sp. (2)* 0 0 0 0 1
Escherichia coli (2)* - - - - -
Serratia marcescens (2)*' 0 0 0 0 0
Enterobacter cloacae complex (1) 0 0 0 0 0
MNorganella morganii (1) 0 0 0 0 0
IO 0 0 0 0 0
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